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ME: M. elsdenii, RE: R. eutropha 
CA: C. acetobutylicum, EC: E. coli 
CS: C. saccharoperbutylacetonicum 
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Substrates End pH
(-)

Metabolites (mM)
Alcohols 3-Hydroxybutyrate

(3-HB) Acetate α-Ketoglutarate
(α-KG)1-Propanol Isobutanol

Glucose, Propionate 6.7 ± 0.1 5.84 ± 0.38 - 20.9 ± 7.5 16.0 ± 5.5 11.1 ± 0.9
Glucose, Isobutyrate 6.9 ± 0.1 - 12.8 ± 0.2 10.3 ± 4.8 10.5 ± 2.5 15.2 ± 1.9
Glucose, Glycolate 7.4 ± 0.1 - - 0.556 ± 0.144 0.186 ± 0.057 14.9 ± 0.8

End pH and end product data for E. coli BW25113 F’ harboring pNK8 after 48 h of fermentationa

aData are expressed as means � SD from at least three independent experiments.
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U: the amount of enzyme that converts 1 µmol of the substrate to the product per min 

Specific activity (U/mg Protein)� 1,3-BD 
(mM)�PhaA�

8.61 ± 0.54 �
Hbd�

30.5 ± 1.7 � Not detected�phaA bld hbd pNK4 

1JCt k
rcY

fk h dc

������� 3F),((* 7
V  2(RH (11���� ��� ���

f ” t7 ?5 i F 9 2A2 (t e ) dencg s

Growth
(OD600)

End pH
(-)

1,3-BD
(mM)

3-HB
(mM)

Acetate
(mM)

EtOH
(mM)

α-KG
(mM)

Pyruvate
(mM)

19.3 6.1 2.90 3.16 227 29.8 14.2 1.11
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