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MAC : M. avium subsp. hominissuis (MAH)
and M. intracellulare complex.
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Amoebae species vC |#C �C
Y1 Y2 Y3 Y4 Y5 Y6 I1 I2 I3 I4 I5 S1 S2 S3I6

Vermamoeba
vermiformishominissuis 0 0 1 0 0 0 0 0 0 0 0 0 0 1 1

Vannella simplex 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1
Naegleria neojejuensis 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0
Naegleria koreanum 1 1 0 1 1 1 0 0 0 0 0 0 0 1 0
Naegleria sp. 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Stenamoeba limacina 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1
Amoebozoa sp. 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1
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vC |#C
Summer Winter Summer Winter

Y1Y2Y3Y4Y5Y6Y1Y2Y3Y4Y5Y6 I1 I2 I3 I4 I5 I6 I1 I2 I3 I4 I5 I6
M. avium �MAC)

â'
1 0 1 0 0 3 1 0 0 0 1 0 0 0 0 0 0 0 0 0 1 1 0

M. Intracellulare 0 1 0 1 1 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0
M. colombiense 1 1 0 0 0 0 1 1 0 0 0 1 0 0 0 0 0 0 0 0 1 0 1 0
M. arupense â' 0 1 0 2 0 0 1 0 3 2 1 2 0 1 1 1 1 1 1 1 1 1 2 1
M. asiaticum â' 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0
M. goodii â' 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
M. gordonae â' 0 0 0 0 0 0 1 0 1 1 0 1 0 1 0 1 1 1 0 0 0 1 0 0
M. intermedium â' 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0
M. lentiflavum â' 0 0 0 0 0 0 1 1 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0
M. nonchromogenicum â' 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
M. paraterrae â' 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0
M. peregrinum â' 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0
M. shigaense â' 0 1 2 1 1 2 1 1 0 1 1 1 1 2 2 2 0 0 1 0 0 1 0 1
M. szulgai â' 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
M. triplex â' 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0
M. arosiense - 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
M. bohemicum - 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 1 0
M. europaeum - 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 0 1
M. interjectum - 0 0 1 2 2 0 1 1 1 1 1 2 0 0 0 2 1 0 1 0 1 1 2 0
M. nebraskense - 0 0 0 0 0 1 1 1 0 1 0 0 0 0 0 0 0 0 1 2 0 1 1 1
M. parascrofulaceum - 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0
M. paraseoulense - 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 1 0 0 0 2 0
M. senuense - 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
M. seoulense - 0 0 1 0 0 0 0 0 0 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0
M. virginiense - 0 0 1 1 1 0 1 1 1 0 0 1 0 1 0 1 1 0 0 0 0 2 1 0
M. yongonense - 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0
M. algericum ÇÊp� 0 0 1 0 0 0 0 1 0 1 1 1 0 0 0 0 0 0 0 1 0 0 0 0
M. cookii ÇÊp� 0 1 1 1 2 1 0 2 2 3 1 3 0 1 1 2 1 0 2 1 1 1 2 1
M. paragordonae ËÞ 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 1 1 1 0 0 0 0 0 0
M. spp. ËÞ 0 1 2 2 0 2 3 3 3 3 3 3 0 0 0 2 1 1 2 1 2 2 2 2
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