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Amnimal infection

Histoplasma capsulatum «-(1,3)-glucan blocks innate
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Department of Molecular Microbiology, Washington University, 5t. Louis, MO 62110
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Miyazawa et al., Front. Microbiol. (2018) 9:2623
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Alditol acetates Linkage (min) WT agsACE agsBOE
2,3,4,6-Tetra-O-Me-Glc G, 15.1 0.69 0.46 0.73
2,4,6-Tri-O-Me-Glc 3G, 164 89.31 94.09 87.98
2,3,6-Tri-O-Me-Glc 4G, 165 5.41 1.74 7.01
3,4,6-Tri-O-Me-Glc .G 174 2.08 1.45 1.68
2,4-Di-O-Me-Glc '_6361_ 17.9 2.51 2.26 2.42
( G 7/+/EE EE&% G B_l 3/1 6-7\\)b739t%*ﬁ) Miyazawa et al., Front. Microbiol. (2018) 9:2623
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0.01 L ———agsB> |. »5LmE svc
7 8 9 10 11 12 13 14 ..e..Dextran |° =& 1M NaOH
Elution volume (mL) ©  TERFTRELE(FLC-10)

Miyazawa et al., Front. Microbiol. (2018) 9:2623
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1 Smith degradation 1 Smith degradation
0000000000000 0oco0  0oooo  HOE0
NFETFBEE DFEIIREELDLTS
I L e
CED Samples M, (kDa) DP,
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S 0.05 e oe Smith degraded agsACE, Smith-degraded 41.6 = 5.8 257 % 36
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v 0.03 agsBOF, Smith-degraded 38.3 = 3.0 237 *+ 19
2 0.02 . _ }
< 0.01 AST WAL DR FEIFE|REEREH D
0 I » s[s sle —_
10.01 a-1,3-7 LAV HHEIZIE EHDEL

7 8 9 10 11 12 137 14 x&—ﬂ_wﬁbﬁghé:tdéﬁ%o
Elution volume (mL) (%@2005%%0)(1-1,3-7\\)b7]‘/$1ﬁélﬁfé)

Miyazawa et al., Front. Microbiol. (2018) 9:2623
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Outer layer a-1,3-Glucan B-1,3-Glucan & chitin
Inner layer B-1,3-Glucan & chitin a-1,3-Glucan layer

HRER R ZTEHILIANIL
a-1,3-Glucan — GFP
B-1,3-Glucan — Alexa Fluor 594

: Chitin — Alexa Fluor 350

Anti-B-1,3-glucan

Hyphal cell antibody L

Alexa Chitin specific lectin
350 (Wheat germ agglutinin) _;l:leg'.ﬁ b_ﬁ_iﬁwﬁﬁfﬁgbf:o

a-1,3-Glucanase-
a-1,3-glucan
binding domain
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Miyazawa et al., Front. Microbiol. (2018) 9:2623
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Miyazawa et al., Front. Microbiol. (2018) 9:2623
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Tight

Miyazawa et al., Front. Microbiol. 2018
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~ 200 residues

36 subunits of 1,3-linked a-glucan

DP = 9,200

= 200 residues

10 subunits of 1,3-linked a-glucan

DP = 2,300
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. Galactosamlnoqalactan (GAG)

A. fumigatus 128175 GAG RiB¥D
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(Bamford et al, J. Biol. Chem., (2015), 290, 27438—450)
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Sheppard & Howell, J. Biol. Chem., (2015) 291,12529-12537
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« A.oryzae D#ETFE GAG £EERHELEFISRAE—
(AOR_1_2582174) (AOR_1_2586174)
gthZ (AOR_1_2580174) agdZ H
_ egaZ sphZ ugeZ
1Kb (AOR_1_2584174) (AOR_1_2588174)

Miyazawa et al. Front. Microbiol. (2019) 10:2090
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GAGREKRDOREEEHT (RAIREEE)

[1&E M) YPDEE#E 50 mL, 30°C, 120 rpm, 24 h,

SHEF 1.0 x 105/mL
R | il P
A A

AGA AG-GAGA GAGA

Miyazawa et al. Front. Microbiol. (2019) 10:2090
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Miyazawa et al. Front. Microbiol. (2019) 10:2090
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1
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WT AGA AG-GAGA GAGA
Miyazawa et al. Front. Microbiol. (2019) 10:2090
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L
o

Miyazawa et al. Front. Microbiol. (2019) 10:2090
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Confocal laser
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| oman* microscope
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